Post-doctoral position open at INRAE, Clermont-Ferrand, France
“Refine the identification and the phylogenetic distribution of orthonairoviruses in French tick
populations and their hosts and assess their prevalence”
18 month starting January 2022
The unit EPIA (Epidemiology of Animal and Zoonotic Diseases) (https://www6.clermont.inrae.fr/epia) at INRAE is
welcoming applications from enthusiastic and independent Post-doctoral candidates to participate to starting research
project on Ecology of orthonairoviruses.
Objectives: (1) Search for orthonairoviruses using high throughput sequencing on an existing collection of ticks stored
at -80°C and newly collected ticks to assess their prevalence in further experiments. (2) Characterize variability of the
identified strains and other tick borne pathogens.
Environment: The EPIA unit belongs to INRAE (The French National Research Institute for Agriculture, Food and
Environment), a world leader in agriculture, food and the environment. It is located at INRAE Research Centre of
Clermont-Auvergne-Rhone-Alpes (Theix), France. The Unit has a strong background on ticks, tick borne pathogens and
on Impact of pathogen and microorganism interactions on pathogen distribution. The unit offers molecular laboratory
facilities including qPCR and medium scale NGS sequencing facilities. Several members of EPIA develop research on
the molecular epidemiology and genome evolution of pathogens.
Candidates: The applicants are expected to have a strong background in viral pathogen characterization using NGS,
from molecular biology to bioinformatics analyses. A background in ecology and evolution of vector pathogens will be
appreciated. Prior experience in epidemiology and phylogenetic, and international training will constitute an
advantage. The ideal candidates should be highly motivated, curious and enthusiastic to work in a collaborative team.
Proven ability to identify research objectives and to meet agreed deadlines are essential. Flexibility and willingness to
be involved in other ongoing research works will be appreciated. Excellent written and communication skills in English
are required.
Employer: Claude Bernard University Lyon 1, Laboratoire de Biométrie et Biologie Evolutive
Application: Please send your application (CV including publication list and names of 2 referees + cover letter + a
concise summary of previous research activities) to:
- Karine Chalvet-Monfray (karine.chalvet-monfray@vetagro-sup.fr)
- Xavier Bailly (xavier.bailly@inrae.fr)
Date of publication: 13th October 2021 Deadline for application: 20th November 2021
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